Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.060; wR factor = 0.177; data-to-parameter ratio = 12.3.
Related literature
For background to the structural chemistry of hydrazones, see: Baddeley et al. (2009) ; Ferguson et al. (2005) ; Glidewell et al. (2006) ; Low et al. (2006) ; Wardell et al. (2005 Wardell et al. ( , 2006 . For the synthesis, see: Bengelsdorf (1958) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y À 1; z; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x; y þ 1; z; (iv) Àx; Ày; Àz þ 2; (v) Àx þ 1; Ày þ 1; Àz þ 2; (vi) x þ 1; y þ 1; z.
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 ); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
In connection with on-going studies into the structural chemistry of hydrazones (Baddeley et al., 2009; Ferguson et al., 2005; Glidewell et al., 2006; Low et al., 2006; Wardell et al., 2005; Wardell et al., 2006) , we now report the structure of the title compound, (I). Overall, to a first approximation, the molecule has non-crystallographic 2/m symmetry.
The water molecules are involved in a number of hydrogen bonding interactions and stabilize a double layer arrangement. ): ν 3261, 1608, 1587, 1556, 1498, 1469, 1321, 1309, 1293, 1271, 1173, 1105, 1086, 998, 929, 839, 750, 694, 585, 530, 489, 435. supplementary materials sup-2
Refinement
The N-and C-bound H atoms were geometrically placed (N-H = 0.88 Å and C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (C). The O-H atoms were located in a difference map and refined with the distance restraint O-H = 0.84±0.01 and with U iso (H) = 1.5U eq (N). Unresolved disordered solvent was evident in the final cycles of the refinement.
This was modelled with the SQUEEZE option in PLATON (Spek, 2009 ); the solvent cavity had volume 76 Å 3 . In the final cycles of refinement, this contribution to the electron density was removed from the observed data. The density, the F (000) value, the molecular weight, and the formula are given without taking into account the contribution of the solvent molecule.
Figures Fig. 1 . The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
Special details

